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Centro Nacional de Salud Publica (CNSP)

Laboratories Involved :

A Laboratorio de Referencia Nacional de Biotecnologia
y Biologia Molecular

A Laboratorio de Referencia Nacional de Virus
Respiratorios
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Molecular Survelillance of SARSOV2 Iin Peru

A Samplescryopreserved/ ¢38value

A Primers 7 overlapping fragments (aprox . SRS
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A Amplification:. RFPCR with high fidelity v B eSS
polymerase o RIS

A Library. NexteraXT B . v

A SequencingPlataform: MiSeq(lllumina)
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ACurrently 153 SARS0V2
genomes sequenced by INS,
85 from UPCH

Ac¢ 2 (i pefuviacé { -Cowp
genomes sequenced: 238

A62.6% from Lima and 37.4%
from regions

AWe are planning to sequence

2020-07-11

more genomes mainly from 500 < 50000
Peruvian regions =500 [l = 100000
I = 1000
B = 5000
B = 10000
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https://covid19.minsa.gob.pe/sala_situacional.asp
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I hCoV-~19/Brazil /SP-06/2020|EPI_ISL_414015/2020-02-29

e hCoV-19/Netherlands /Utrecht_11/2020/EP_ISL_414443/2020-03-03
g hCoV-19/England,/201040081/2020(EPI_ISL_414525/2020-03-02
i hCoV-19/Italy/CDG1/2020|EPI_ISL_412973[2020-02-20

hCoV-19/Per030/Lima|23-4-2020
hCoV-19/Peru017/Limal25-3-2020
hCoV-19/Taiwan/NTU03/2020|EPI_ISL_413592|2020-03-02
hCoV-19/Peru026/Arequipal06-3-2020
hCoV-19/Peru018/Limaj25-3-2020 -
hCoV-19/Peru001/Limal05-3-2020
hCoV-19/Peru009/Limal08-3-2020
hCoV-19/Peru02//Lima|06-3-2020
hCoV-19/Peru04,Limaj06-3-2020 Cladogenético
hCoV-19/Peru03/Limal06-3-2020 peruano |
hCoV-19/Peru014/2020/Lima|10-3-2020
hCoV-19/Peru013/Limal06-3-2020

Local transmission of the virus | DCoV-1/Peru028 Lina22-4-2020

. hCoV-19/Peru031/Limaj23-4-2020 =
generatedz Peruviancluster _ hCoV-10/Peru012Ial09-3-2020

it . hCoV-19/Peru08/Huanuco|01-3-2020 =
: hCoV-19/Spain/Valencial/2020|EPI_ISL_414495/2020-03-08 CladO G
hCoV-19/Peru015/Limal21-3-2020
hCoV-19/GermanyBaden-Wrttemberg1/2020|EPI_ISL_412912/2020-02-25
bs [1C0V-19/Peru016/Limal 10-3-2020
hCoV-19/Mexico/COMX-InDRE_01/2020|EPI_ISL_412972|2020-02-27

il

o L hCoV-19/Switzerland/1000477806/2020|EPI_ISL_413024|2020-02-29
M. M hCoV-19/Netherlands /ZuidHolland_15/2020|EPI_ISL_414557|2020-03-08
i hCoV-19/Peru06/Limal11-3-2020

CoV-19/Peru010/Limal 10-3-2020
hCoV-19/Peru019)Limal24-3-2020 -
hCoV-19/Peru020/Limal27-3-2020
05 e CoV-19/Pery022 Limal24-3-2020
= CoV~19/Peru033 Limal13-4-2020
CoV-19/Peru032/Limal23-4-2020 Cladogenético

¥ hCoV-19/Peru029/Limal23-4-2020 peruano II
‘ hCoV-19/Peru040/lcal31-3-2020
posmaren hCoV-19/Peru034/Lambayeque}1-4-2020
N hCoV-19/Peru035 /Lambayeque|1-4-2020

hCoV-19/Peru038/Lambayeque|01-4-2020
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OR‘F7b
ORF7a ORF8 = CladeG
ORFlab S ORF3aEM | N ORFl0 ™ CladeS
C241T T12461 632788 P4715L H5005Y 1119V  D614G D3G L84S
f R203K G204R
*
ORF7b
ORF7a ORFS
ORFlab S ORF3a EM | N ORF10

C241T T14| o 0238 P471L H005Y T - |1V DGG @ 1848 A
I + 28881G>PeruvianCladell
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Phylogenetidree of & t S NHzQ .

SARS&C0V2

Phylogenetidree
generatedby Posterior
Probabilityanalysis
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